3 5 2 s BIND® Readers

The BIND® PROFILER is a small footprint, high throughput plate

reader for the label-free measurement of a variety of biomolecular )
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enable researchers to seamlessly move from target discovery and assay

GHYHORSPHQW WR IXO0 VFUHHQLQJ DQG FRPSRXQG SURAOLQJ
GPCR and ion channel assays, including endogenous receptor systems

and assessment of primary cells, as well as for biochemical assays

such as protein:protein binding, fragment-based and small molecule

screening assays.

96-, 384- and low volume 384-well read capabilities

7DUJHW GLVFRYHU\ WR FRPSRXQG SURAOLQJ VFUHHQLQJ XVLQ
single instrument

.LQHWLF HQGSRLQW PHDVXUHPHQWY SURGXFH LQIRUPDWLRQ |
High speed label-free detection times using TURBO read mode
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A. TRPV1 Antagonist Characterization as wgll as cell surface proteins Which induce

R functlonal cellular responses. Agonists qnd
I antagonists of surface receptors including
Ruthinium Red-2 *3&5V DQG LRQ FKDQQHOV
o potencies assessed and even scrutinized for

“AVG-9810 the mechanisms of action.
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Figure 1 summarizes studies of the
T TRPV1 ion channel. 9 antagonists were
[Antagonists] (logM) tested using capsaicin-stimulated cells
(panel A). The potency and rank order
C of all compounds were in agreement with
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binder and Ruthenium Red as a non-
competitive binder.
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Figure 1 - A).Varying concentrations of 9 antagonists were added to CA-2 Biosensors

FROQWDLQLQJ FHOOV ZHOO IROORZHG E| VWLPXODWLRQ ZLWK QP &DSVDL
and Ruthenium Red (C) were tested against a range of capsaicin concentrations showing mode

of action of TRPV1 antagonists. Data courtesy of AstraZeneca.
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Profiling to Screening with a Single Instrument

A. Multi-component Binding Assay: Nuclear Recp.
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B. Nuclear Receptor High Throughput Screen
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BIND®Readers

The PROFILER’ kinetic read mode allows for
visualization of individual binding events over time. This
information can provide insights into mechanisms of
action such as competitive vs. non-competitive binding
and cofactor requirements. Figure 2A displays data from
a nuclear receptor (NR) binding assay in which small
molecular weight compounds are assessed for agonist and
antagonist activities. A peptide known to bind the NR was
immobilized onto BIND Biosensors and then compounds
added. The initial lack of response indicates that none of
the compounds directly bound the peptide. Three levels
of binding were observed upon subsequent addition of the
NR. Those wells containing agonists showed the highest
binding activity, while the wells containing antagonists had
responses similar to control wells which were not coated
with peptide. As expected, those wells with no compounds
added showed moderate, but not maximal, NR binding.

This assay was used to screen an orphan NR against 10,000
small molecule compounds. 32 specific, titratable agonists
were identified, several with super-stoichiometric binding

Figure 2 - Biotinylated cofactor peptide was immobilized on Streptavidin-coated
BIND Biosensors (SAT1). Biosensors were placed on the reader and measurements
taken throughont the entire assay. A). Test compounds were added first, followed by
the addition of the nuclear receptor. B). The 10K compound screen was performed
using the same assay protocol. Identified hits were confirmed for concentration-
dependent activity (data not shown). Data courtesy of GSK.

A
(1]
LE .t
L1
anrss | mE
uF
i

o wH (ﬁg ZB)
L] |
Riduoe] .
K
mi
oo | -
M
o
Rilil -] mP

High Speed Detection Times Using SRU’s TURBO Read Mode

The PROFILER is available with an optional TURBO read mode that
decreases read times by up to 75%. A 96- well BIND Biosensor can be read in
<10 seconds and a 384-well Biosensor in <20 seconds. Quick read times allow
for shorter interval kinetic readings. The optional TURBO read mode can be
installed at the time of purchase or is available as an in-field upgrade.

PROFILER Specifications
Compatible plates:  All 96-, 384, and 384LV-well BIND® Biosensor microplates

Read Times: 96-well in 30 seconds, 384-well in 1 minute

Operating Temp. Range: 4°C to 37°C

Weight: 68 Ibs.

BIND® is a patented technology and a regi | of SRU Bic Inc.
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