
The BIND®���(�;�3�/�2�5�(�5���L�V���D���V�P�D�O�O���I�R�R�W�S�U�L�Q�W�����S�O�D�W�H���E�D�V�H�G���U�H�D�G�H�U���I�R�U��
�T�X�D�Q�W�L�W�D�W�L�Y�H���� �O�D�E�H�O���I�U�H�H�� �P�H�D�V�X�U�H�P�H�Q�W�V�� �R�I �� �D�� �Y�D�U�L�H�W�\�� �R�I �� �E�L�R�P�R�O�H�F�X�O�D�U��
interactions.   BIND®���H�Q�D�E�O�H�V���P�D�[�L�P�X�P���D�S�S�O�L�F�D�W�L�R�Q���Á�H�[�L�E�L�O�L�W�\���U�D�Q�J�L�Q�J��
�I�U�R�P�� �E�L�R�F�K�H�P�L�F�D�O�� �E�L�Q�G�L�Q�J�� �D�V�V�D�\�V�� �W�R�� �F�R�P�S�O�H�[�� �F�H�O�O�X�O�D�U�� �D�V�V�D�\�V�� �L�Q�F�O�X�G�L�Q�J��
�S�U�L�P�D�U�\�� �F�H�O�O���� �*�3�&�5���� �L�R�Q�� �F�K�D�Q�Q�H�O�� �D�Q�G�� �F�H�O�O�� �D�G�K�H�V�L�R�Q�� �D�V�V�D�\�V���� �� �7�K�H��
�(�;�3�/�2�5�(�5�·�V���D�E�L�O�L�W�\���W�R���F�R�O�O�H�F�W���N�L�Q�H�W�L�F���G�D�W�D���S�U�R�Y�L�G�H�V���D�Q���D�G�G�L�W�L�R�Q�D�O���O�D�\�H�U��
�R�I �� �L�Q�I�R�U�P�D�W�L�R�Q�� �W�K�D�W�� �L�V�� �X�V�H�I�X�O�� �L�Q�� �G�H�W�H�U�P�L�Q�L�Q�J�� �E�L�Q�G�L�Q�J�� �F�K�D�U�D�F�W�H�U�L�V�W�L�F�V����
�P�H�F�K�D�Q�L�V�P�V���R�I ���D�F�W�L�R�Q���R�U���H�Y�H�Q���S�D�W�K�Z�D�\���X�V�D�J�H���X�S�R�Q���*�3�&�5���D�F�W�L�Y�D�W�L�R�Q��������
 

Information-rich Kinetic Data
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EXPLORER Features
�x �������Z�H�O�O���U�H�D�G���F�D�S�D�E�L�O�L�W�\���I�R�U���P�R�G�H�U�D�W�H���W�K�U�R�X�J�K�S�X�W���H�Q�Y�L�U�R�Q�P�H�Q�W�V
�x �)�X�O�O�\���F�R�P�S�D�W�L�E�O�H���Z�L�W�K���E�L�R�F�K�H�P�L�F�D�O���	���F�H�O�O���E�D�V�H�G���D�S�S�O�L�F�D�W�L�R�Q�V
�x �.�L�Q�H�W�L�F���	���H�Q�G�S�R�L�Q�W���P�H�D�V�X�U�H�P�H�Q�W�V���S�U�R�G�X�F�H���L�Q�I�R�U�P�D�W�L�R�Q���U�L�F�K���G�D�W�D
�x �5�H�D�O���W�L�P�H���G�D�W�D���D�F�T�X�L�V�L�W�L�R�Q���	���Y�L�H�Z�L�Q�J
�x �2�S�W�L�R�Q�D�O���7�8�5�%�2���U�H�D�G���P�R�G�H���H�Q�D�E�O�H���I�D�V�W�H�U���N�L�Q�H�W�L�F���U�H�D�G�L�Q�J�V
�x �8�S�J�U�D�G�H�D�E�O�H���W�R���K�L�J�K�H�U���G�H�Q�V�L�W�\���E�L�R�V�H�Q�V�R�U���I�R�U�P�D�W�V

The BIND EXPLORER produces 
�L�Q�I�R�U�P�D�W�L�R�Q���U�L�F�K�����N�L�Q�H�W�L�F���G�D�W�D�������)�R�U���H�[�D�P�S�O�H����
�L�Q�G�L�Y�L�G�X�D�O�� �*�¡�� �V�X�E�X�Q�L�W�V�� �G�L�V�S�O�D�\�� �G�L�V�W�L�Q�F�W��
�W�H�P�S�R�U�D�O�� �V�L�J�Q�D�W�X�U�H�V�� �W�K�D�W�� �F�D�Q�� �E�H�� �X�V�H�G�� �W�R��
�G�H�F�L�S�K�H�U�� �*�3�&�5�� �V�X�E�X�Q�L�W�� �X�V�D�J�H�� ���À�J���� ���$��������
This unique attribute enables detection and 
�D�V�V�H�V�V�P�H�Q�W�� �R�I �� �G�X�D�O�O�\���F�R�X�S�O�H�G�� �U�H�F�H�S�W�R�U�V�� �D�Q�G��
�L�G�H�Q�W�L�À�F�D�W�L�R�Q�� �R�I �� �S�D�W�K�Z�D�\�� �V�Z�L�W�F�K�L�Q�J���� �� �7�K�H��
�W�H�P�S�R�U�D�O�� �V�L�J�Q�D�W�X�U�H�V�� �R�I �� �D�� �*�3�&�5�� �O�L�J�D�Q�G�� ���À�J����
���%���� �L�Q�� �W�K�H�� �S�U�H�V�H�Q�F�H�� �D�Q�G�� �D�E�V�H�Q�F�H�� �R�I �� �3�7�;����
�D�� �N�Q�R�Z�Q�� �*�L�� �V�L�J�Q�D�O�� �L�Q�K�L�E�L�W�R�U���� �L�Q�G�L�F�D�W�H�� �W�K�L�V��
�O�L�J�D�Q�G�� �V�L�J�Q�D�O�V�� �Y�L�D�� �*�L�� �F�R�X�S�O�L�Q�J���� �� �,�Q�� �F�R�Q�W�U�D�V�W����
�W�K�H�� �6���3�� �O�L�J�D�Q�G�� ���À�J���� ���&���� �L�Q�G�X�F�H�V�� �*12/13 
�V�L�J�Q�D�O�L�Q�J�� �D�V�� �V�X�J�J�H�V�W�H�G�� �E�\�� �W�K�H�� �O�R�V�V�� �R�I �� �W�K�D�W��
�V�L�J�Q�D�W�X�U�H�� �X�S�R�Q�� �D�G�G�L�W�L�R�Q�� �R�I �� �D�� �5�K�R���N�L�Q�D�V�H��
�L�Q�K�L�E�L�W�R�U���� �� �0�R�U�H�R�Y�H�U���� �W�K�H�� �U�H�V�S�R�Q�V�H�V�� �V�K�L�I�W�� �W�R��
�Q�H�Z�� �W�H�P�S�R�U�D�O�� �V�L�J�Q�D�W�X�U�H�V�� �U�D�W�K�H�U�� �W�K�D�Q�� �O�R�V�L�Q�J��
responsiveness in the presence of  PTX 
�R�U�� �D�� �5�K�R�� �L�Q�K�L�E�L�W�R�U���� �L�Q�G�L�F�D�W�L�Q�J�� �W�K�D�W�� �6���3�� �F�D�Q��
�V�L�J�Q�D�O�� �Y�L�D�� �V�H�Y�H�U�D�O�� �*�¡�� �V�X�E�X�Q�L�W�V���� �� �7�K�L�V�� �F�U�L�W�L�F�D�O��
�L�Q�I�R�U�P�D�W�L�R�Q���J�R�H�V���X�Q�G�H�W�H�F�W�H�G���X�V�L�Q�J���W�U�D�G�L�W�L�R�Q�D�O��
�D�V�V�D�\�V���W�K�D�W���P�H�D�V�X�U�H���D���V�L�Q�J�O�H���S�D�W�K�Z�D�\���U�H�D�G�R�X�W��
such as cAMP or Ca++ ���Á�X�[�� 

�)�L�J�X�U�H�������������$�������(�Q�G�R�J�H�Q�R�X�V���*�3�&�5�V���L�Q���+�(�.���������F�H�O�O�V���Z�H�U�H���L�Q�F�X�E�D�W�H�G���Z�L�W�K���D���Y�D�U�L�H�W�\���R�I ���N�Q�R�Z�Q��
�Q�D�W�X�U�D�O���O�L�J�D�Q�G�V���D�Q�G���%�,�1�'���U�H�V�S�R�Q�V�H�V���P�H�D�V�X�U�H�G���R�Y�H�U���W�L�P�H�����%�������&�H�O�O�V���Z�H�U�H���W�U�H�D�W�H�G���Z�L�W�K���O�L�J�D�Q�G���“��
�S�H�U�W�X�V�L�V���W�R�[�L�Q�����3�7�;�������&�������&�H�O�O�V���Z�H�U�H���W�U�H�D�W�H�G���Z�L�W�K���6���3���O�L�J�D�Q�G���“���5�K�R���L�Q�K�L�E�L�W�R�U���“���3�7�;��
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BIND® 
ReadersE X P L O R E R



Primary Cell Applications

EXPLORER Specifications
Compatible plates: All 96-well BIND® Biosensor microplates

Read Times: 96-well in 30 seconds

TURBO Read Times: 96-well in 8 seconds

Operating Temp. Range: 4°C to 37°C

Dimensions: 15.5 in. (W) x 17.6 (D) x 14 in. (H)

Weight: 68 lbs.

Computer: Computer and monitor included

High Speed Detection Times Using SRU’s TURBO Read Mode  
The EXPLORER is available with an optional TURBO read mode that 
decreases read times to <10 seconds for a 96-well Biosensors.  Quick read 
times enable shorter interval kinetic measurements.  The TURBO read mode 
is available at the time of purchase or as an in-field upgrade. 

SRU’s EMS Software: Powerful User-Interface
All BIND Readers are supplied with SRU’s Experiment Management System 
(EMS) software.  EMS provides complete control of assay parameters through 
an easy-to-use, intuitive interface and allows for visualization, export and 
secure storage of all data.  Data can be exported from EMS using a custom 
export wizard in several file formats for maximum flexibility.

Receptor-Mediated Cell Adhesion Assay

BIND® 
R e a d e r s

> > E X P L O R E R > >
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BIND® is a patented technology and a registered trademark of SRU Biosystems, Inc.

14-A Gill Street | Woburn, MA 01801 

The high degree of  BIND® sensitivity enables the use of  
endogenous receptor systems, low cell numbers per well 
and is fully compatible with adherent and non-adherent 
primary cells.  In addition, BIND is a non-destructive 
technology that allows for the re-use of  precious primary 
cells following assay completion.  

Figure 2 - Various numbers of  human cortical neurons were stimulated with 
Noradrenaline and BIND responses measured. Data courtesy of  GSK.

To place an order:   
(T) 1.781.933.7255   
(F) 1.781.933.5960
orders@srubiosystems.com
© 2010 SRU Biosystems, Inc.    Document Number 8000103-0002   

Cellular attachment can be measured by BIND.  One 
application is the assessment of  attachment specificity.  The 
integrin-dependence of  THP-1 cell binding to Fibronectin 
was assessed using antibodies against a panel of  integrin 
subunits.  Biosensors can be coated with a variety of  
extracellular matrix proteins to examine different means 
of  cellular attachment.  

Figure 3 - THP-1 cells were plated on Fibronectin-coated Biosensors in the 
presence of  Mg2+ and cell attachment measured. Cells were then incubated with 
and without various antibodies against specific integrin subuints. Anti-ß1 antibody 
lowered the level of  cellular attachment to baseline (BSA with Mn++).
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